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aligneroe.it des cDNA humaros UHpl-4 

KTGTCCTTCCAGGGC^GAA^CATCCCCCGGA^^^^ ^ _ „ 

ACATATACMGGAAGATGGGTTGAT^ 

Stctacctgg^ 

^ * **** ***** 



hUlip-2 
hUlip-3 
ftUlip-4 



hOlip-1 
HUlip-2 
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h01ip-4 



hOlip- 1 . 
bUlip-2 
3nUlip'-3 
hUlip-4 



T GGAGGCAT CGAT ^ TC ^^^^^^^^^T GCMG AT CAGGG A^T^. ' 

Lgaggaattgacgtcc^cac^gtttc^gat ccaggggaTGR 

TGGTGGCGTTGACGTCCACACAAGGQTG^AGAi^^ 

* ** *** * 
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hOUp-4- 
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hUlip-2 
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■hUlip-1 
hUlip-2 
hOlip-3 
hDlip- 4 



gacctctttcgagaagtggcacgaagcagctgac 
SScSgagcggtggcgggag 

* * ** *** 

actatgccctgcatgtggacatcao^ 
actactctctgcatgtggacatcagc^^gtgg^ma^gg^ ^^^^^ 

ATTACTCCCTCCACGTGGACATCACAA'^TGG^^GAIw^^^^^^ 

actactccctgcacgtggacatcaccc^tggcatga ^ ^ t# 

* * * * * 

gaagtgcagaacctcatcaaggacaaaggggt^ 
ga^tggaagcgcttgtgaa^^^ 

gagctggaggtgctggtgcaggacaab^ CTGGTCTT 

GAGCTGGAGGCCCTGGTCAAGGAGAAGGGTGTGAA^^^^ ^ + 
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hUlip-4 



hUlxp-2 
hUlip-3 
hOlip-4 
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hblip-4 
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hUlip-2 
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r>Ulip-4 
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hULip-2 
h01ip-3 
hUlip-4 



hUlip-1 
hUlip-2 
hUlip-3 
hOlip-4 



hUlip-1 
hUlip-2 
hUiip-3 
hOlip-4 



***** ******** j 

TCTTCACCTGCCTGGGAGAGCTGGGGGCCATTGCTC^GTTCATGCTGAG 




TCTTCAfiCATCATCCTCGACCTGGGGGCCTTGSCCCAGM 



* * 



^TGGGaTMCA™ 

AATGGCGACATCATTGCAGAGG^ 



AATGGAGATTTGATAGCTCAGGAACAAAA( 
^CGGGGACATCGTGGAGGAGGAGCAP** 1 



** ** ***** 

AACTGGCCCAGAAGGC 
CACGGGCCCCGAGGGAGATGTG- 



**** ** 



tG AAGCGGTTGCTGGAGCTCGGCM 




** ** ** ** * 



aggctgtgttccgtgccatcac^ 



* ** *** 



** *-* 



TACGTCACCAAGGTGATGAGCAAGGGGGCGGCCGACGCCATC&^ ^ ^ 

** **+* ***** ******** * ***** 

CAAGCGCAGAGGGGTGGTCGTGTTTGGC-GAGCCCA^ # ^ 

GCATAGATGGAACCCATTATTGGAGCAS.GAACTGGGCC^GGCGGCTGCA 

ScSgcttgctgtccagcggggacctcc^gtgacaggca^ 
* ** * * *** *+■ ***** * *** 
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hOlip-3 
hUlip-4 
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ATTCCTGMGG^^ 

:AAC 
:AAC 
*** 

C^GGCTGTGGTCACTGGG^GATGGMGA^CCAGTTTGTGGCTGTGA 



j-* ** ***** *** ** 



ATCCCCGAGGGTGTCAACG 

ATCCCCGAC 
** ** 

VCAGGGAAAATGGACGAAAACCAGTTCGTGGCTGTGA 



CAAGGCTGTGGCCAC 



===== 




r* ** ** 



***** **** * 



* . * ** ** 



* * ***** + * ** *** * 



******** * 



t^c^SSgcc^otcacaagtcggcggtggagtacaacatct 
***** * ***** *• *** * 

tV3 _. ^GCTCCTCTGGTTGTCATCTGCCAGGGC 



TTGAAGGGATGGAGCTGCGCGGGi 
TTGAAGGCMGGAGTGCCGCGGC 

* ** ** ***** * ** * 

aa r-A>n^TGCTGGAAGATGGCAACCTGCACGTGACCCAGGGGGCTGGCCG 
RAGATCGTCTTTGAAGACGGAAACATCAACGTCAACAAGGGCATGGGC^ 

SSgSggaggacgggaaga^ 

* ******** . * ** * ~ 

CTTCATACCCTGCAGCCCGTTCTCCGACTATGTCTAO^CGCATTAAAG 

CTTCATTCCGCGGAAGGCGTTCCCGGAGCA 

"^^rrrTCGGAAAACATTCCCGGACTTTGTCTACAAGAGGATCAAAG 



****** 



* * * 



■ * * * * * * ***** 
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hUlip-1 
hUlip-2 
hUlip-3 
hUlip-4 



GGGCCTGTGTTTGACCTGACCACCACCCCCAflAGGTGGCACCCCCGCAGG 
GGACCTGTGTGTGAAGTGTCTGTGACGCCCAAGACAGTCACTCCAGCCTC 
GGTCCTGTGTACGAGGTACCAGCTACACCCAAATATGCAACTCCCGCTCC 
GGGCCCGTCCACGAGGTGATGGTGCCTGCCAAGCCAGGGAGTGGCGCTCC 
********* 



**** * * 



hUlip-1 
hUlip-2 
hUlip-3 
hOlip-4 



CTCTGCTCGGGGCTCTCCTACT CGGCCGAACCCACCTGTGAGGAATC 

CTCGGCCAAGACGTCTCCTGCCAAGCAtSCAGGCCCCACCTGTCCGGAACC 
XTCAGCCAAATCTTCGCCTTCTAAACACCAGCCCCCACCCATCAGAAACC 
GGCCCGCGCGTCCTGCCCAGGCAAGATCTCCGTGCCTCCTGTGCGCAACC 
* * ** . 



** ** * * ** * 



hOlip-1 
hUlip-2 
ht)lip-3 
hUlip-4 



TTCATCAGTCGGGATTTAGCCTGTCAGGCACCCAAGTGGATGAGGGGGTT 
TGCACCAGTCTGGATTCAGTTTGTCTGGTGCTCAGATTGATGACAACATT 
TCCACCAGTCCAACTTCAGCTTATCAGGTGCCCAGATAGATGACAACAAT 
TACATCAGTCGGGGTTCAGCCTATCTGGGTCTCAGGCTGATGACCACATC 
* ** ***** ** ** * ** ** * ** ***** 



hOlip-1 
h01ip-2 
hUlip-3 
hUlip-4 



C GCTCAGCCAGCAAGCGCATCGTGGCCCCCCCAGGCGGCCGTTCTAA 

CCCCGCCGCACCACCCAGCGTATCGTGGCGCCCCCCGGTGGCCGTGCCAA 
CCCAGGCGCACCGGCCACCGQATCGTGGCGCCCCCTGGTGGCCGCTCCAA 
GCgCGACGCACAGCACAGAAGATCATGGCACCACCTGGCGGCCGCTCCAA 
* * * *** **** ** ** ** ***** * ** 



hulip-l 
hUlip-2 
hUlip-3 
hOlip-4 



TATCACATCTCTGAGTTAA 
CATCACCAGCCTGGGCTAG 
CATCACCAGCCTCGGTTGA 
CATCACCTCTCTCTCCTAG 



Sequences (U1:U2) Aligned Score: 68.7682 
Sequences (U1:U3) Aligned. Score: 67.0169 
Sequences (U1:U4) Aligned. Score: 64.6235 
Sequences (U2:U3) Aligned. Score: 70.1571 
Sequences (U2:U4) Aligned. Score: 69.0518 
Sequences (U3:4) Aligned. Score; 65.2705 



